Research Interests

My research group focuses on two major areas: bioinformatics and developmental genomics.

In the area of bioinformatics we build information systems that integrate diverse genetic and
genomic data to facilitate the use of the laboratory mouse as a model system for understanding
normative biology and disease processes in humans. My group is a member of the Mouse
Genome Informatics consortium at The Jackson Laboratory which hosts the Mouse Genome
Informatics database (http://www.informatics.jax.org).

In the area of developmental genomics, our goal is to use molecular genetics of normal lung
development in mouse as a framework for identifying key genes and pathways in lung diseases
such as cancer and pulmonary fibrosis.
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